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amendments 



Applicants 



seq uence I 



! found, 



Tlie Examiner rejected claims 22 
consideration. Claims 24, 25, and 28-37 
38-43 are added. In view of tUe 
the restriction to claims 22 and 23, 
27, and 3 8-43 are pending, while claims 1 

Claims 11, 14, and 2 1 are amended 
polypeptide comprising an amino acid 
sequence set forth in SEQ ID Ts[0:4 or SEC|^ 
13, 16, 17, and 27 are amended herein for 
Support for these amendments can be 
Table 2 at page 25 of Applicants' specific^t 
subixnit is at least 70°Ai identical to the pig 
IE> NO:30 fall within the scope of claim 1 
identical to the sequence of SEQ ID >JO 

In addition, claim 22 is amended 
23 is amended to recite a method that 
oligonucleotide probe, wherein the probe 
sequence that includes a mutation, and 
hybridization between the probe and the 
hybridization complex. Support for this 
for example, page 15, lines 13-19, which 
oligonucleotide screening methods. 

Further, new claims 38-43 depend 
sequences having at least 80*% or at least 
SEQ ID NO:4 or SEQ ID Tsr0:30. Support 
specification at, for example, page 4, lines 
amino acid sequence with at least 80% or 



ajid 



23, while withdrawing claims 1-21 and 24-33 from 
canceled herein without prejudice, and new claims 
presented herein and the remarks below traversing 
respectfully submit that claims 11-17, 21-23, 26, 
lO and 18-20 stand withdrawn. 

herein to recite a nucleic acid sequence encoding a 

having at least 70% identity with the amino acid 
ID TsrO:30, or the complement thereof Claims 12, 
consistency with amended claims 11, 14, and 21 . 
, for example, in original claims 1,4-, and 5, and in 
ion, which discloses that the hirman AMPKL gamma 
AJMPIC gamma subunit. Thus, SEQ ID NO: 4 and SEQ 
(i.e., have amino acid sequences that are at least 70% 
:2L 

h srein 1 



to remove non-elected subject matter, and claim 
contacting a nucleic acid sample with an 
complementary to a segment of the nucleic acid 
the contacting is under conditions of specific 
n^utant sequence to be detected, and detecting the 
ainendment can be found in Applicants' specification at, 
disclose allele speciHc PCR and allele specific 



includes 



wh erein ' 



from claims 11, 14, and 21, and recite amino acid 
'% sequence identity with the sequence set forth in 
for these claims can be found in Applicants* 
18-27, which disclose that a polypeptide can have an 
at least 90% identity to SEQ ID NO; 2, and in Table 2 
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at page 25, which discloses that pig and hu|man 
sequence identity. Thus, no new matter hais 
In light of these amendments and tl|ie 
reconsideration and allowance of claims 1 



' clai: ins 



porome 



contrast 



reitorate 



Restriction/Election 

A.pplicants confirm election of 
ON A. sequences encoding a human AMPKL 
and 30). Applicants further note, however, 
than Group 11(a). 

The Examiner stated that there is 
II(a> and 11(b), because "[t]he fact that 
(i.e., 100*>o identical) suggest that in 
must be significantly different in nature, 
previously." Applicants disagree. To 
the Response filed on December 16, 2005, 
SEQ ED lSrO:4 is 97^ identical to the pig 
32. The human ATvlPTC sequence set forth 
sequence set forth in SEQ ID NO:2, and 
TsrOS:28 and 32. Thus, there is significant 
Applicants respectfully note that 100*M> am 
proteins (e.g., having the amino acid 
NOS:30 and 28) to have the same or 

The Examiner also stated that 
22 and 23, as these are the only claims 
Examiner appears only to have examined 
restriction. Previous claim 11, for ex amp 1 
polypeptide of claim 1, and thus was draw 
vertebrate AMPKL, wherein the gamma 



85 



sequt;nces 



simil ar 
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AMPK gamma subLinits have at least 90% 
been added. 

following remarks. Applicants respectfully request 
-17, 21-23, 26, 27, and 38-43. 



1 1-17, 21-23, and 26-28 as they relate to isolated 
subunit and a splice variant thereof (SEQ ID lSfOS:4 
that this election is classified as Group 11(b) rather 



reason to withdraw the restriction between Groups 
and human AMPICs are not structurally identical 
to applicant's view the function of said products 
rendering them subject to lack of unity as stated 

and expand on Applicants' previous comments in 
the human AMPK amino acid sequence set forth in 
^fUVlPK: sequences set forth in SEQ ID ]SrOS:2, 28, and 
in SEQ ID ]SrO:30 is 97% identical to the pig AJVLPK 
% identical to the pig sequences set forth in SEQ ID 
identity between the pig and human AMPK proteins, 
ino acid sequence identity is not a requirement for two 
set forth in SEQ ID NOS:4 and 2 or SEQ ID 
fimctions. 

II [(b)] should have been directed merely to claims 
to SEQ n> ]SrOS:4 and 30. Moreover, the 
^laims 22 and 23. Applicants traverse this fiurther 
e, recited a nucleic acid sequence encoding a 
n to a nucleic acid encoding a gamma subunit of a 
sulpunit is a polypeptide comprising at least a sequence 



Group 



dinscted 



T 
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sequence 



sequence 



Having at least 70*Vo identity witli tlie i 
lSrOS:4 and 30 are more tlian 70S^ identica! 
tlie scope of the previous claim. To fiirthe]- ] 
amended herein to recite a nucleic acid i 
acid sequence having at least 70% identity ^ 
lSrO:4 or SEQ ID IsfOiBO. 

In light of the above, Applicants respectfully request rejoinder and examination of claims 
11-17, 21, 26, and 27. 



Claim objections 

The Examiner objected to claims 2^ 
the Examiner has withdrawn as non-electe(l 
restriction and the amendment to claim 21 
objection to claims 22 and 23. 



Rejections under 3 5 U.S.C. ^112 

The Examiner rejected claim 23 
being indefinite. Specifically, the Examinbr 
unclear because stringent conditions are npt 

Applicants respectfully disagree, 
acid sequence encoding the mutant 
with an oligonucleotide probe, wherein th^ 
acid sequence that includes the mutation, 
specific hybridization between the probe 
having ordinary skill in the art, reading th^ 
understood the meaning of the term 
13-19, which disclose that methods 
perfectly matching complementary 



: polypeptide 



and 



*specific 
allowing 



sequer ce 
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of SEQ DZ) TsrO:2. As discussed above, SEQ ID 
to SEQ ID NO:2, and thus are encompassed within 
prosecution, however, claims 11, 14, and 21 are 

encoding a polypeptide comprising an amino 
with the amino acid sequence set forth in SEQ ID 



and 23 because they depend from claim 21, which 
In light of Applicants' traverse of the further 
Applicants respectfully request withdrawal of the 



ur^der 35 U.S.C § 112, second paragraph, as allegedly 
asserted that the term "specific hybridization** is 
explicitly defined in terms of salt and temperature. 
I 'resent claim 23 recites that the presence of the nucleic 
is checked by contacting the nucleic acid sample 
probe is complementary to a segment of the nucleic 
^d wherein the contacting is under conditions of 
the mutant sequence to be detected. A person 
specification at the time Applicants filed, would have 
hybridization." See, for example, page 15, lines 
for specific hybridization of a probe only with a 
are known in the art, including procedures such as 
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sec tion i 



allele specific PCR and allele specific 
teaching sucti nnetlnods are cited in this 

In light of the above, A.pphcants 
23 under 35 U.S.C. § 1 12, second paragrapkh 



oligonucleotide 



screening. In fact, two references 
of the specification. Thus, claim 23 is definite. 
rekpectfUlly request withdrawal of this rejection of claim 



indei inite 



acids) 



The Examiner also rej ected claims 
as allegedly being indefinite. In particular 
altered allele" is unclear because it is 
acids) and SEQ ID lSrO:30 (464 amino 
R.41Q variant). 

Applicants respectfully disagree. 
'*V40I^" is clear. This is particularly true 
of Applicants' specification. In particular, 
residue numbers refer to the amino acid 
the arrow in Figure 3 indicates the locatiork 
N[O;30, ^ee, e,g,. Applicants' specification 
page 27j lines 29-31. Thus, a person of 
location of the exemplary mutations, and 

In light of the above. Applicants n 
claims 22 and 23 under 35 U.S.C § 1 12 



22 and 23 under 35 U.S.C. § 112, second paragraph, 
the Examiner asserted that the term **functionally 
how, for example, SEQ ID lSrO:4 (305 amino 
can both have a mutation at position 41 (i.e., the 



and 



The Examiner rejected claims 22 
alleged lack: of enablement. The Examinej- 
provide enablement for a method of detecting 
glycogen accumulation in muscular cells 
functionally altered allele of SEQ ID NO: 
required to practice the claimed methods, 
specification discloses regions in SEQ ID 
alterations, no information about equival 



Attorney's Docket No.: 13425-190US1 



iPhe meaning of the term "R41Q," as well as the term 
^ven that these terms are defined at page 8, lines 3-22 
this section of the specification discloses that the 
sejquences set forth in SEQ ID NOS:2 and 4. Moreover, 
of the R41Q mutation at position 201 of SEQ ID 
at page 24, lines 25-26, page 25, lines 25-28, and 
ordinary skill in the art would have understood the 
the claims are clear and definite. 

espectfuUy request withdrawal of this rejection of 
s Etcond paragraph. 



23 under 35 U.S.C. § 112, first paragraph, for 
asserted that the specification does not reasonably 
a metabolic disorder correlated with an altered 
f a vertebrate that results from expression of a 
30, and that undue experimentation would have been 
In particular, the Examiner stated that while the 
NO:4 containing mutations responsible for functional 
regions in SEQ ID NO: 30 is provided. In addition. 



eit 
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the Examiner stated ttiat Figure 3 is con 
residue 72 of SEQ ID ]SrO:4 (Hum03), 

Applicants respectfully disagree, 
Applicants note that the HumG3 sequence 
amino acid sequence deduced from the 
specification at page 25» lines 17-28 
of the RN (R41Q) mutation. See, e.g., pag 
having ordinary skill in the art at the time 
SEQ HD TSrOS:4 and 30 to ascertain that 
terminus as compared to SEQ ID NO: 4 
ID lSrO:4 corresponds to amino acids 189 
Applicants' specification with regard to 
(see^ e.g.. Example 2 beginning at page 30 
required for a person of ordinary skill in 
22 and 23. 

In light of the above. Applicants 
claims 22 and 23 under 35 U.S.C. § 1 12 
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fusing because it displays the CBSl domain as starting at 
which is past residues 30-50. 

Tfhe presently claimed methods are fully enabled, 
shown in Figure 3 is SEQ ID lsr0;30, which is the 
complete cDNA sequence. See, e.g.. Applicants' 
Furtner, the arrow shown in Figure 3 indicates the location 
e 24, lines 8-26 and page 27, lines 29-3 1 , A person 
Applicants filed would readily have been able to align 
SE:Q id ]SrO:30 has 159 additional amino acids at its N- 
artd thus the region between amino acids 30-50 of SEQ 

±09 of SEQ ID IsrO:30. Given the teachings of 
mpthods for detecting a mutant allele within this region 
line 35), no undue experimentation would have been 
tlje art to carry out the method recited in present claims 

respectfully request withdrawal of the rejection of 
first paragraph. 



Allowable subiect matter 

Applicants acknowledge the Examiner's comments regarding the sequences set forth in 
SEQ ID ISrOS: 4 and 30. 
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CONCLUSION 



Applicants submit that claims 11-1 
allowance, which action is respectfully 
undersigned agent if such would further 

Please charge $225 for the Petition 
charges or credits, to deposit account 06-1P50. 



7, 21-23, 26, 27, and 38-43 are in condition for 
ted. The Examiner is invited to telephone the 
ion, 

for Extension of Time fee, and apply any other 



reques 



prosecuti 



Pate: /j ^/?^r^ 



Fish & Richardson P.C, P.A.. 
60 South Sixth Street 
Suite 3 BOO 

Minneapolis, IVTK 55402 
Telephone: (612) 335-507O 
Facsimile: (612)288-9696 

60344722.doc 



Respectfully suhmitted. 



Elizaaieth N. Ka^for, Ph.D. 
Reg. No. 53,103 
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